ABSTRACT
The species is highly out-crossing supported by the self-incompatibility to selfing Three regions i.e. Sarguja (SG), Dhamatri (DT) and Narayanpur (NP) of natural Roxb from central Indian region (Chhattisgarh) were sampled for the investigation. Every location represents distinct agro-climatic zone namely Northern hills (SG), Chhattisgarh plain (DT) and Bastar plateau (NP). An inset view of altitudinal variation is given in the box and size differences among the location's legend dot depicts differences in gene diversity of the species estimated employing the dominant markers climatic zone namely Northern hills . An inset view of altitudinal variation is given in the box and size differences among the location's legend dot depicts differences in All rights reserved. No reuse allowed without permission.
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The girth at breast height (GBH) was measured by measuring tape. A wood radial core 83 sample was extracted from each tree at breast height (1.34 m) and was stored in a tube with 84 40% formaldehyde. A leaf sample was also collected from each tree. The samples were 85 brought to the laboratory in a cryo-box.
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Measurement of wood fiber dimensions
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In the laboratory, the wood samples were macerated following the method described in 
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DNA isolation and amplification
92
DNA from the leaf samples was isolated following modified CTAB method (Deshmukh et al. (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. panmictic heterozygosity (Hs) and total panmictic heterozygosity (Ht) were also estimated.
138
All these estimations were performed with 50,000 steps of burn-in, 500,000 replicates,
139
'thinning' = 20 following the best-suited model for the data amongst the all four models ( viz. (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity.
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Genetic diversity and differentiation
169
Among the non-Bayesian estimates of genetic diversity measure for the species population, 170 100% polymorphism, 0.26±0.17 GD, and 0.40±0.22 I were observed among the regional 171 locations (Table 4) . For all measures, no significant difference was found among the three 
The PCoA accounting for 68.97% cumulative separation based on the same genetic (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity.
The copyright holder for this preprint . http://dx.doi.org/10.1101/412874 doi: bioRxiv preprint first posted online Sep. 12, 2018; 
Variation in wood fiber dimension
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The wood fiber length along with the thickness is considered to be the most important (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. 
Genetic diversity and differentiation
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In order to estimate the genetic diversity of B. serrata Roxb. population, we applied both; (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity.
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CONCLUSION
343
B. serrata Roxb. has been over-exploited due to its significant quality of wood for pulp and 344 paper industries. The technology in paper industries to use the species as a raw material has 345 become obsolete and nowadays the oleo-gum-resin obtained from its wood is of significant 346 medicinal value to heal arthritis and asthma. The species is endemic to India and 347 unfortunately, there is not a single source of sustainable supply for the raw material required (which was not peer-reviewed) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. 
